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Fig 3 Principal components analysis of PLFAs in different treatments
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Fig 4 Contents of G —or G" -PLFAs in different soil depths under different treatments and the ratio of bacterial PLFAs
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Effects of Simulating Drought on Soil Microbial Biomass
and Community Structure in Subtropical Forest

NIE Yuanyuan', ZHOU Guiyao®, SHAO Junjiong”®, ZHOU Lingyan’,
LIU Ruigiang®, ZHAI Deping®, ZHOU Xuhui'
(1. Ministry of Education Key Laboratory for Biodiversity Science and Ecological Engineering ,
Institute of Biodiversity Science, Fudan University, Shanghai 200438, China;
2. School of Ecological and Environmental Sciences, FEast China Normal University, Shanghai 200062, China;
3. School of Life Sciences, Anhui Agricultural University, Hefei, Anhui Province, 230036, China)

Abstract: Soil microbes are essential components in terrestrial ecosystem., which play crucial roles in
biogeochemical cycling, such as material transformation and energy flow. Our study focused on effects of drought
on soil microbial biomass and community structure by throughfall displacement experiment( TDE) treatment with
drought, disturbance, and control treaatments in a subtropical evergreen broadleaf forest, Ningbo, Zhejiang.
Results showed that soil temperature did not change with drought and disturbance treatments, while drought
significantly decreased soil moisture. Compared with control treatment, disturbance had no significant effects on
soil microbial biomass and community structure, but drought reduced total microbial biomass, bacteria and fungi
biomass with marginal significance (P< 0. 1). In addition, although drought did not significantly affect bacteria
biomass with markers of 115:0 and 16:0, it significantly decreased those with markers of al5:0, i16:0, 16:120H
and 18:1w7c. Furthermore, total soil microbial biomass exhibited the positive correlation with soil water content
under drought, but negative ones occurred in control and disturbance treatments. Therefore, drought affected soil
microbial biomass and community structure in the subtropical forest, and soil water content is the key factor in
regulating these changes under drought.

Keywords: drought; soil microbe; PLFA; subtropical forest



